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Figure 3. Morphology and neuroendocrine marker expression in PC-3 and KUCaP13 across
different 3D scaffolds. (A) Morphology of PC-3 in 2D culture and 3D culture (Geltrex,
GrowDex). Scale bars = 25 um. (B) Relative mRNA expression of NEPC-related genes in PC-3
across different 3D conditions, normalized to 2D. (C) Morphology of KUCaP13 in 2D culture and
3D culture (Geltrex, GrowDex). Scale bars = 25 um. (D) Relative mRNA expression of NEPC-
related genes in KUCaP13 across different 3D conditions, normalized to 2D. **p < 0.01, ***p <

0.001, ****p <0.0001, one-way ANOVA with Dunnett’s multiple comparison test.
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Figure 4. Morphology and gene marker expression changes in LNCaP, 22Rv1l, LASCPC-01
in Matrigel mini-dome culture. (A) Bright-field images of LNCaP, 22Rv1, and LASCPC-01 in
2D and Matrigel mini-domes on different time points. Scale bars = 50 um. (B) Relative mRNA
expression of key prostate cancer markers in LNCaP (B.1), 22Rv1 (B.2), and LASCPC-01 (B.3)
after 7 days in Matrigel mini-domes, normalized to 2D. Statistical significance determined by
unpaired t-tests with Welch’s correction (*p < 0.05, **p < 0.01, ***p < 0.001, ****p < (0.0001).
(C) Western blot analysis of AR and PSA protein levels in LNCaP after 7 days in Matrigel mini-

domes versus 2D culture. GAPDH was used as a loading control.
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