
Table 9.

Glucocorticoid Receptor DNA Footprints

5' Position 3' Position Footprint Sequence DNA Source Method Reference

DR3 TGTTCTNNNTGTTCT

IR3 TGTTCTNNNAGAACA

ER3 TCTTGTNNNACAAGA

-187 -163 ATGGTTACAAACTGTTCTTAAAACA MMTV DNAase IScheidereit et al. 1983

-122 -105 AAATGTTCTGATCTGAGC MMTV DNAase IScheidereit et al. 1983

-102 -89 TTAGTGTTCTATTT MMTV DNAase IScheidereit et al. 1983

-83 -71 TGTTCTTTTGGAA MMTV DNAase IScheidereit et al. 1983

-305 -289 CCAAGGAGGGGACAGTGG MMTV DNAase IPayvar et al. 1983

-283 -269 ACTAATAGAACATTA MMTV DNAase IPayvar et al. 1983

-189 -166 TTTTTGGTTACAAACTGTTCTTAA MMTV DNAase IPayvar et al. 1983

-159 -135 GATGTGAGACAAGTGGTTTCCTGAC MMTV DNAase IPayvar et al. 1983

-127 -84 GGTATCAAAGGTTCTGATCTGAGCTCTGAGTGTTCTATTTTCCT MMTV DNAase IPayvar et al. 1983

4313 4343 TTGGCACACGCTCTTTTTGTGCTGAATC MMTV DNAase IPayvar et al. 1983

4442 4471 GGGTCCTGGAAAGGACGATGTCCTAAT MMTV DNAase IPayvar et al. 1983

5345 5367 GTGTAGATCAGTCAGATCAGATT MMTV DNAase IPayvar et al. 1983

5372 5393 GCAAAAAGGATCTATTTGGAAA MMTV DNAase IPayvar et al. 1983

-265 -245 CCCGGTACACTGTGTCCTCCC HMT-IIA DNAase I, MPKarin et al. 1984

-180 -164 CAAACTGTTCTTAAAAC MMTV MI, MP Scheidereit & Beato 1984

-2708 -2676 GTGTACAGTCTTGTTCTCCCTCCGTGTGCAAGC RUG DNAase I, MPCato et al. 1984

-2674 -2652 AACCGGACACGGAGTCCTTTTGC RUG DNAase I, MPCato et al. 1984

-2644 -2619 CACTCTGTTCACTCTGTTCTATGCCT RUG DNAase I, MPCato et al. 1984

86 113 CCCTTTGGGCACAATGTGTCCTGAGGGG HGHPE1I1 ExonucIIISlater et al. 1985

-357 -326 AAGTTCAGATCAAGGTCAGGAACAGAGAGACA MOMSVLTR DNAase IMiksicek et al. 1986

-267 -250 CAAGAACAGATGGAACAG MOMSVLTR DNAase IMiksicek et al. 1986

-194 -172 CCAAGAACAGATGGTCCCCAGAT MOMSVLTR DNAase IMiksicek et al. 1986

-349 -331 ATCAAGGTCAGGAACAGAG MOMSVLTR DNAase IDefranco & Yamamoto 1986

-271 -247 GGGCCAAGAACAGATGGAACAGCTG MOMSVLTR DNAase IDefranco & Yamamoto 1986

-198 -176 AGGGCCAAGAACAGATGGTCCCC MOMSVLTR DNAase IDefranco & Yamamoto 1986

-202 -174 CAACAGACTATAAAATTCCTCTGTGGCTT CLYSOZYM DNAase Ivon der Ahe et al. 1986

-76 -49 TTGACAACTGTAGAACAGAGGAATCAAA CLYSOZYM DNAase Ivon der Ahe et al. 1986

-1196 -1156 CCAGGACATCATGAAAGGGAGCAGTGAACATACCCTTCCCG RTO DNAase I, MPDanesch et al. 1987

-433 -389 TGCACAGCGAGTTCTAGTGAGTTTCATTTGCCAAGGACATGCCAA RTO DNAase I, MPDanesch et al. 1987

DR3 - Direct Repeat with three base pair inter-half site spacing, IR3 - Inverted repeat with three base pair inter-half site spacing, ER3 - Everted repeat with three base pair inter-half site spacing, MMTV - murine  

mammary tumor virus, HMT-IIA - human metallothionein IIA gene, RUG - rabbit uteroglobin gene, HGHPE1I1 - human growth hormone (promoter, exon 1, intron1), MOMSVLTR - Moloney murine sarcoma virus long  

terminal repeat, CLYSOZYM - chicken lysozyme gene, RTO - rat tryptophan oxygenase gene, MP - methylation protection, MI - methylation interference, ExonucIII - exonulcease III, MMTV bases highlighted in blue

 indicate sequence differences between studies. 
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